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Objectives: The COVID-19 pandemic has led to many studies of seroprevalence. A
number of methods exist in the statistical literature to correctly estimate disease prevalence
or seroprevalence in the presence of diagnostic test misclassification, but these methods
seem to be not routinely used in the public health literature. We aimed to examine how
widespread the problem is in recent publications, and to quantify the magnitude of bias
introduced when correct methods are not used.

Methods: A systematic review was performed to estimate how often public health
researchers accounted for diagnostic test performance in estimates of seroprevalence.

Results: Of the seroprevalence studies sampled, 77% (95% CI 72%–82%) failed to
account for sensitivity and specificity. In high impact journals, 72% did not correct for test
characteristics, and 34% did not report sensitivity or specificity. The most common type of
correction was the Rogen-Gladen formula (57%, 45%–69%), followed by Bayesian
approaches (32%, 21%–44%). Rates of correction increased slightly over time, but
type of correction did not change.

Conclusion: Researchers conducting studies of prevalence should report sensitivity and
specificity of the diagnostic test and correctly account for these characteristics.

Keywords: prevalence, seroprevalence, diagnostic tests, statistical methods, Rogen-Gladen, bayesian, sensitivity,
specificity

INTRODUCTION

Since the beginning of the SARS-CoV-2 pandemic, thousands of papers have been published
detailing seroprevalence estimates in various populations [1]. A glance into recent publications
indicates that while some researchers used simple approaches such as proportions or logistic
regression, others used complicated methods like Bayesian hierarchical models. An important
question is therefore how often these methods are used in epidemiological studies and what, if any,
degree of bias was introduced by using one method or the other.

As diagnostic tests are not 100% accurate, it is expected that some test results will be either false
positives or false negatives. Using a simple proportion of the number of positive diagnostic tests over the
total number of tests ignores any misclassification inherent to the test and may therefore be biased even
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when the study sample is representative of the study population.
Many examples of this phenomenon are found in the literature [2,
3]. Statisticians often refer to sensitivity and specificity of the
diagnostic test in relation to the degree of potential
misclassification, but it is accepted that without a “gold standard”
diagnostic tool, it is difficult to accurately assess disease prevalence.

Accounting for such misclassification in the interpretation of
diagnostic tests is certainly not new in the literature. A
straightforward method of adjusting observed prevalence, the
Rogan-Gladen correction, is available [4, 5], which gives a
maximum likelihood estimate of true prevalence assuming
predefined test sensitivity and specificity and has been
extended to compute confidence intervals [6, 7]. Recently, an
adaptation of the Rogan-Gladen correction that accounts for
sampling bias, for example, if only hospitalized subjects as
opposed to the general population have been tested, has been
proposed [8–10]. Bayesian approaches have also been developed
[3, 11, 12]. A comparison of Bayesian and frequentist methods
[13] showed that Bayesian methods, or the method of [4] with
confidence intervals of [7] are to be preferred.

Despite this quite extensive treatment of the
misclassification problem in the statistical literature, it
appeared that many studies on COVID-19 seroprevalence
were published without using any of the above mentioned
methods. Many public health researchers appear to not realize
they may be publishing biased results or do not know what to
do about it. In order to assess how often such methods are used
in practice, we performed a systematic review to estimate the
proportion of recent publications estimating COVID-19
seroprevalence that do not correct for diagnostic test
performance. We discuss these results for a real example of
SARS-CoV-2 seroprevalence in children.

METHODS

Calculation of Bias
Prevalence is the probability of having the disease of interest. Often
in prevalence studies, this probability is studied at a specific point in
time, giving so-called point prevalence [14]. Seroprevalence, a related
concept, looks at the proportion of individuals in the population that
have antibodies for a specific disease, for example, SARS-CoV-2 [15].
Given a diagnostic test’s sensitivity (denoted Se), specificity (Sp) and
true disease prevalence (P), the bias when using the proportion of
positive tests to estimate prevalence is (1 − P)(1 − Sp) − P(1 − Se).
The Rogan-Gladen corrected estimate is Pobs+Sp−1

Se+Sp−1 , where Pobs is the
observed rate of positive tests. An overview of these terms and
derivation of the bias estimate can be found in the Supplementary
Methods, and Supplementary Table S1.

Bounds on Bias
Suppose we want to guarantee that the bias is no larger than, say,
δ � 0.02, that is ± 2% in either direction. We first note that the
bias estimate given above is equivalent to 1 − Sp + P(Sp + Se − 2)
and then solve

−δ ≤ 1 − Sp + P Sp + Se − 2( )≤ δ

for P, to get:

max
δ + Sp − 1
Sp + Se − 2

, 0( )≤P≤min
−δ + Sp − 1
Sp + Se − 2

, 1( ).
The lower bound will be 0 if δ ≥ 1 − Sp, while the upper

bound will be 1 if δ ≥ 1 − Se. Therefore, if both Se and Sp are
very high, say 99% or higher, the proportion of positive tests is
a good estimate of the true prevalence. If only Se (or Sp) is that
high, this is will be true only when the true prevalence is quite
high (low). When neither Se nor Sp is high, the proportion of
positive tests may or may not be a good estimate of the true
prevalence, depending on whether the missclassification
errors approximately cancel each other out. See
Supplementary Table S2 for a graphical representation of
these bounds.

Systematic Review
The systematic review of recent studies of seroprevalence in the
literature started with a pubmed (https://pubmed.ncbi.nlm.nih.
gov/) search for “COVID-19 seroprevalence”, which yielded
637 publications published in 2022. Publications were included
in the systematic review if they assess COVID-19 seroprevalence
in humans, and were published in 2022 in English or German.
Exclusion criteria included: 1) studies solely comparing
seroprevalence in different subgroups that do not report
overall seroprevalence estimates, 2) studies solely examining
risk factors for seropositivity that do not report overall
seroprevalence estimates, 3) studies in animals, 4) reviews, 5)
methodological papers, 6) studies with possible conflict of
interest, or 7) if the full text was not available. During the
screening process, it was additionally decided that research
letters should be excluded in a sensitivity analysis, as it could
often not be expected to include detailed information about the
diagnostic test given word count restrictions. The following
information was extracted: 1) whether the aim of the study
was to assess COVID-19 seroprevalence in humans, 2) the
sensitivity and 3) specificity of the diagnostic test, 4) the
reported seroprevalence estimate (the first mentioned value,
and if unadjusted was reported before adjusted, we extracted
the most adjusted value of the first mentioned seroprevalence),
and 5) which statistical methods were used to calculate
seroprevalence. In some cases, publications noted the
manufacturer of an assay, but not its sensitivity or specificity.
If this information was not in the publication or its
Supplementary Material, the study was counted as not having
reported these characteristics. A protocol for the systematic
review was developed using the PRISMA-P checklist (https://
osf.io/b59x2). Two independent reviewers screened the
publications using the rayyan.ai web-based tool, and
performed data extraction in parallel using a structured
spreadsheet. Discrepancies were resolved by discussion. It was
later decided to add 1) stratification of results by journal quality
and 2) examination of rates of adjustment over time. Therefore,
we reexamined the publications to extract starting date of the
sampling period. As journal impact factors vary greatly according
to field and do not have a threshold above which a journal is
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considered “high quality”, classification of journals proceeded
according to the quartile of the SCImago Journal Rank [16].
Journal rankings for 2024 (or the most recent available year) were
taken from the Scimago website (www.scimagojr.com) [17], and
categorized as Q1 (“high impact”) or Q2-Q4 (see
Supplementary Material).

Summary statistics were computed for the methods used (n
(%)), reported sensitivity and specificity (median [range]) and
estimated bias (median [range]). The analysis was also stratified
by type of journal (high impact vs. other), and changes over time
were examined through stratification by year and quarter of the
beginning of the sampling period. We further categorized the bias
into categories for analysis at the following thresholds:
−15%, −10%, −5%, −1%, 1%, 5%, 10%.

COVID-19 Example
To provide a concrete example of this problem, we use the Ciao
Corona study [18], a school-based longitudinal study of
seroprevalence in Swiss school children with 5 rounds of
SARS-CoV-2 antibody testing between June 2020 and June
2022, covering a range of seroprevalences in the population
(Trial Registration: ClinicalTrials.gov NCT04448717). The
study was conducted in accordance with the Declaration of
Helsinki and approved by the Ethics Committee of the Canton
of Zurich, Switzerland (2020-01336). All participants provided
written informed consent before being enrolled in the study.

Patient and Public Involvement
It was not appropriate or possible to involve patients or the public
in the design, or conduct, or reporting, or dissemination plans of
our research.

RESULTS

Systematic Review
To examine the methods actually used in seroprevalence studies
in the literature, we performed a systematic review of publications
from 2022 which estimated COVID-19 seroprevalence in
humans (Table 1). Of the 640 publications identified 314 were
included in the systematic review (Figure 1; Supplementary
Table S1). Of the included publications, 76% (n = 240, 95%
CI 71.3%–81.0%) did not adjust for diagnostic test performance,
while 22.6% corrected for sensitivity and specificity of the
diagnostic test (n = 71, 18.1%–27.6%). Among the publications
which adjusted for test characteristics, 41 (13.0%) used the
Rogan-Gladen correction, 23 (7.3%) used Bayesian approaches,
and 8 (2.5%) mentioned adjustment but did not specify the
method used. High impact journals were more likely to report
corrected seroprevalence estimates (27.8%, 60/216 vs. 12.2%,
12/98), but even in this subset of journals 72% of publications
did not correct for properties of the diagnostic test (Table 1). All
instances of Bayesian approaches to account for diagnostic
accuracy however came from high impact journals.

Reporting of Sensitivity and Specificity
Further, among those publications that did not adjust for test
performance, 122/242 (50.4%) reported sensitivity and specificity,
while the remaining publications either did not report test
characteristics (45.0%, n = 109) or only reported partial test
characteristics (4.5%, n = 11). Among all publications reviewed, it
is therefore observed that 34.7% (109/314) neither adjusted for
test performance nor reported sensitivity and specificity. Among
those that did not correct for test performance but did report both

TABLE 1 | Key outcomes of systematic review [n (%), median (min - max)]. The main analysis included 314 publications meeting all inclusion criteria. High impact journals
included are listed in the Supplementary Material. (Zurich, Switzerland. 2023).

Characteristic Overall (N = 314) High impact (N = 216) Other journals (N = 98)

Start of sampling period
Median 2020-09-24 2020-10-15 2020-09-15
(Min - Max) (2019-10-15 - 2022-07-01) (2019-10-15 - 2022-04-26) (2019-11-15 - 2022-07-01)

Correction/reported Se + Sp
Corrected and fully reported Se/Sp 67 (21%) 56 (26%) 11 (11%)
Corrected and no/partial information 5 (1.6%) 4 (1.9%) 1 (1.0%)
Uncorrected and fully reported Se/Sp 122 (39%) 82 (38%) 40 (41%)
Uncorrected and no/partial information 120 (38%) 74 (34%) 46 (47%)

Statistical method
Bayesian 23 (32%) 23 (38%) 0 (0%)
Rogan-Gladen 41 (57%) 33 (55%) 8 (67%)
Unspecified method 8 (11%) 4 (6.7%) 4 (33%)

Sensitivity 95.1 (60.2 - 100.0) 95.0 (60.2 - 100.0) 96.8 (72.2 - 100.0)
Specificity 99.6 (82.4 - 100.0) 99.6 (82.4 - 100.0) 99.8 (92.5 - 100.0)
Expected bias −0.01 (−12.20 - 9.10) −0.03 (−12.20 - 9.10) 0.09 (−6.30 - 7.15)
expected bias (category)
[-15,-10) 5 (2.6%) 5 (3.6%) 0 (0%)
[-10,-5) 8 (4.2%) 6 (4.3%) 2 (3.9%)
[-5,-1) 29 (15%) 20 (14%) 9 (18%)
[-1,1) 116 (61%) 84 (61%) 32 (63%)
[1,5) 28 (15%) 22 (16%) 6 (12%)
[5,10] 3 (1.6%) 1 (0.7%) 2 (3.9%)
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sensitivity and specificity (n = 122), expected bias ranged
from −12.2% to 7.1%. 73 (60%) of the publications reporting
seroprevalence to within ± 1% of the true value despite not using
any adjustment, while the remaining 49 (39.5%) needed
adjustment for test performance (9 of those were not even
within ± 5%). It could be inferred therefore that
approximately 48 of the 120 publications not or partially
reporting test performance are also in need of adjusted
seroprevalence estimates to account for test performance, even
though all of those publications reported naive estimates. Even
among high impact journals, only 28% (60/216) of publications
corrected for test characteristics (compared to 11% among lower
quality journals) and 34% (74/216) of publications neither
corrected for test performance nor provided sensitivity and
specificity (47%) in other journals.

Association With Sampling Period
The sampling period of included publications started as early as
October 2019 (retrospectively, using, e.g., blood samples), or as
late as July 2022, with interquartile range between May 2020 and
January 2021. Among the 53 publications from high impact
journals with sampling period in the 2nd quarter of 2020, 23%
(n = 12) corrected for test sensitivity and specificity using any
method. The proportion of corrected results had increased
slightly to 11/33 (33%) by the 1st quarter of 2021 (Figure 2;
Supplementary Table S2). Therefore, even 1 year into the
COVID-19 pandemic, 2/3 of publications in high impact
journals did not correct for test characteristics. In papers
published in lower impact journals, rates of correction
remained below 20% at all timepoints and appeared to vary
little over time. At most time points, Rogan-Gladen corrections

FIGURE 1 | PRISMA diagram for systematic review (Zurich, Switzerland. 2023).

Int. J. Public Health | Owned by SSPH+ | Published by Frontiers July 2025 | Volume 70 | Article 16083434

Haile and Kronthaler Potential for Bias in Prevalence Estimates



FIGURE 2 |Changes in proportion of publications correcting for test sensitivity and specificity, by start of sampling period (categorized by year-quarter) and type of
journal. Point size corresponds to the total number of publications. (Zurich, Switzerland. 2023).

FIGURE 3 | Expected bias by start of sampling period (categorized by year-quarter) and type of journal, among all publications reporting both sensitivity and
specificity but not correcting for these test characteristics. Solid points represent publications from high impact journals, while hollow points show those from other
journals. (Zurich, Switzerland. 2023).
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were more common than those using more complex Bayesian
methods (e.g., in 2021 Q2, 64% Rogan-Gladen vs. 27% Bayesian
among 11 papers in high impact journals). Expected bias
increased over time, with increasingly more publications
having an absolute expected bias above 1% (Figure 3;
Supplementary Table S3), while the average expected bias
tended to be negative in later time periods. For example, in
the 2nd quarter of 2020, 8 of 34 (24%) publications that had not
corrected for test characteristics but had reported both sensitivity
and specificity had an expected average bias above 1%, compared
with 16/28 (57%) in the 4th quarter of 2020, or 7/16 (44%) in the
1st quarter of 2021.

Sensitivity Analysis
These results did not change when excluding publications
denoted “research letters” or similar (Supplementary Table
S4). Among 99 publications from high impact journals, 34%
(n = 36) corrected for sensitivity and specificity, and a further 43%
at least reported these quantities, compared to 16% (n = 34 of
209) correcting and 43% reporting sensitivity and specificity in
other journals. Nevertheless, 23% of publications from top
journals neither corrected nor reported sensitivity and
specificity, compared to 41% of publications from other journals.

Example
As an example of what happens when test sensitivity and specificity
are not accounted for in the statistical analysis, take the Ciao Corona
study [18], a school-based longitudinal study of seroprevalence in
Swiss school children with 5 rounds of SARS-CoV-2 antibody
testing between June 2020 and June 2022. The antibody test
used has a sensitivity of 94% in children, and a specificity of
99.2%. In June 2020, 98/2473 (4.0%) of subjects showed as
seropositive, compared to 154/2500 (6.2%) in October 2021,
17.3% (426/2453) in March 2021, 48.5% (910/1876) in
November 2021, and 94.5% (2008/2125) in June 2022. Given the
diagnostic test characteristics, absolute bias can be expected to be
less than 1% in the range of 0%–26.5% disease prevalence, and less
than 2% for disease prevalence of up to 41.2%. These results imply
that reported seroprevalence estimates based on a naive logistic
approach are likely relatively unbiased for the first 3 rounds of Ciao
Corona antibody testing (0.5%, 0.4% and −0.4% respectively), but
that after that any seroprevalence estimates that do not adjust for
test characteristics are likely quite biased (−2.4% and −5.6%). In
order to adjust for covariates and survey sampling weights, we
corrected the seroprevalence estimates using a Bayesian hierarchical
model approach in all rounds of testing.

DISCUSSION

We have demonstrated that many public health researchers are not
aware of methods for reducing bias in seroprevalence estimates, as
even in high impact journals less than 30% of publications corrected
for test characteristics, and 34% did not even report this information.
The rate of correction only improved slightly during the first year of
the COVID-19 pandemic, and the type of correction changed little
over time. Importantly, if uncorrected seroprevalence estimates

continued to be published without reporting test sensitivity or
specificity even in the third year of a global pandemic in high
impact journals, it would appear that many peer reviewers and
journal editors also fail to notice this widespread problem.While the
average expected bias over all studies is close to 0, some studies had
expected absolute bias of 5%, 10% or even higher. Inclusion of such
studies in a systematic review of seroprevalence, for example, could
be extremely problematic, and further bias such meta-analyses.
Moreover, biased seroprevalence estimates may influence
scientific discourse and inform policy decision, particularly given
that many of the studies in our review are published in high-impact
journals or are frequently cited.

These results emphasize the necessity in public health research
to not simply report raw proportions of positive tests, even if
those are adjusted for demographic characteristics using, e.g.,
logistic regression. Since disease prevalence is of course not
known precisely prior to study conduct, the most
straightforward approach is then to plan statistical methods so
that sensitivity and specificity are accounted for. Even if other
sources of bias (e.g., sampling bias, or sampling variation) are
accounted for, the results of seroprevalence studies will continue
to be biased if analyses do not also account for test sensitivity and
specificity. Care should also be taken in reading publications
reporting (sero)prevalence estimates to ensure that suitable
statistical methods have been used.

We have not adjusted for demographic characteristics, such as
age and gender, or used weighting to approximate the target
population, as is typical in surveys of disease prevalence.
However, such adjustment cannot alleviate any general
concerns of bias as presented here. The average bias reported
does not account for other possible issues with a diagnostic test [9,
19–21], that can often not be corrected with statistical methods
(e.g., when the validation sample, on which the sensitivity and
specificity estimates are based, is not similar to the population of
interest). In some cases, the name and/or manufacturer of the
diagnostic test was reported but sensitivity and specificity were
not. It is therefore possible that some missing sensitivity and
specificity details could have been extracted, but it is not clear that
what can be found, e.g., on the manufacturer’s website currently is
the same as it was when the testing took place.

The question remains as to how best to account for diagnostic
test sensitivity and specificity when estimating disease prevalence.
A nice outline of some appropriate methods along with
implementation in R [22] code is given by [13, 23, 24]. To
calculate corrected confidence intervals for prevalence in studies
where covariates do not need to be adjusted for, and no survey
weights are needed, the R package bootComb [25] and website
“epitools” (https://epitools.ausvet.com.au/trueprevalence) are
available, while Bayesian methods are available in
prevalence [26]. Using the Rogan-Gladen correction with
bootstrap confidence intervals, or the Bayesian correction in the
prevalence package are appropriate when there is no need to
adjust for any other factors. Adjusting for covariates, adjusting for
sampling bias or variation, or application of post-stratification
weights (among other issues) may unfortunately need to be done
without the use of such prepackaged code, e.g., as described by [27].
Collaboration with experienced statisticians is invaluable in
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ensuring that correct analysis techniques are used so that unbiased
prevalence estimates can be reported.

The majority of publications, even in high impact journals,
reporting seroprevalence estimates in the literature do not
account for sensitivity and specificity of the diagnostic test,
even though the need to adjust seroprevalence estimates for
test performance is well known the statistical literature. Public
health researchers performing prevalence studies should consult
experienced statisticians when analyzing such data, and be sure to
account for test performance. However, researchers reviewing
published prevalence studies also need to be aware of this issue.
Perhaps reporting guidelines for prevalence studies, such as
CONSORT for observational studies [28], are necessary. The
results here will assist reviewers in determining the magnitude of
bias that can be expected, so that publications in the epidemiology
literature can be interpreted properly.

AUTHOR CONTRIBUTIONS

SH initiated the analysis, developed the methodology, planned
and conducted the systematic review, performed the statistical
analysis, and wrote the manuscript. DK, in parallel with SH,
reviewed publications for the systematic review, extracted
relevant data, and reviewed the manuscript. All authors
contributed to the article and approved the submitted version.

FUNDING

The author(s) declare that financial support was received for the
research and/or publication of this article. The Ciao Corona

study, used in our example, is part of Corona Immunitas
research network, coordinated by the Swiss School of Public
Health (SSPH+), and funded by fundraising of SSPH+ that
includes funds of the Swiss Federal Office of Public Health
and private funders (ethical guidelines for funding stated by
SSPH+ will be respected), by funds of the Cantons of
Switzerland (Vaud, Zurich, and Basel) and by institutional
funds of the Universities. Additional funding, specific to this
study is available from the University of Zurich Foundation. The
EBPI at the University of Zurich provided funding for the
systematic review. The funders had no involvement in the
systematic review, writing of this report, or decision to submit
the paper for publication.

CONFLICT OF INTEREST

The authors declare that they do not have any conflicts
of interest.

GENERATIVE AI STATEMENT

The author(s) declare that no Generative AI was used in the
creation of this manuscript.

SUPPLEMENTARY MATERIAL

The SupplementaryMaterial for this article can be found online at:
https://www.ssph-journal.org/articles/10.3389/ijph.2025.1608343/
full#supplementary-material

REFERENCES

1. Bergeri I, Whelan MG, Ware H, Subissi L, Nardone A, Lewis HC, et al.
Global SARS-CoV-2 Seroprevalence from January 2020 to April 2022: A
Systematic Review and Meta-Analysis of Standardized Population-Based
Studies. PLOS Med (2022) 19(11):e1004107–24. doi:10.1371/journal.
pmed.1004107

2. Altman D, Bland J. Diagnostic Tests. 1: Sensitivity and Specificity. BMJ (1994)
308(1552):1552. doi:10.1136/bmj.308.6943.1552

3. Joseph L, Gyorkos T, Coupal L. Bayesian Estimation of Disease Prevalence and
the Parameters of Diagnostic Tests in the Absence of a Gold Standard. Am J
Epidemiol (1995) 141(3):263–72. doi:10.1093/oxfordjournals.aje.a117428

4. Rogan W, Gladen B. Estimating Prevalence from the Results of a Screening
Test. Am J Epidemiol (1978) 107(41):71–6. doi:10.1093/oxfordjournals.aje.
a112510

5. Sempos CT, Tian L. Adjusting Coronavirus Prevalence Estimates for
Laboratory Test Kit Error. Am J Epidemiol (2021) 90(1):109–15. doi:10.
1093/aje/kwaa174

6. Lew R, Levy P. Estimation of Prevalence on the Basis of Screening Tests. Stat
Med (1989) 8:1225–30. doi:10.1002/sim.4780081006

7. Lang Z, Reiczigel J. Confidence Limits for Prevalence of Disease Adjusted for
Estimated Sensitivity and Specificity. Prev Vet Med (2014) 113(1):13–22.
doi:10.1016/j.prevetmed.2013.09.015

8. Böttcher L, D’Orsogna MR, Chou T. Using Excess Deaths and Testing
Statistics to Determine COVID-19 Mortalities. Eur J Epidemiol (2021)
36(5):545–58. doi:10.1007/s10654-021-00748-2

9. Böttcher L, D’Orsogna M, Chou T. A Statistical Model of COVID-19 Testing
in Populations: Effects of Sampling Bias and Testing Errors. Philos Trans R Soc
A (2022) 380(2214):20210121. doi:10.1098/rsta.2021.0121

10. Patrone PN, Kearsley AJ. Classification under Uncertainty: Data Analysis for
Diagnostic Antibody Testing. J IMA (2021) 38(3):396–416. doi:10.1093/
imammb/dqab007

11. Berkvens D, Speybroeck N, Praet N, Adel A, Lesaffre E. Estimating Disease
Prevalence in a Bayesian Framework Using Probabilistic Constraints.
Epidemiology (2006) 17(2):145–53. doi:10.1097/01.ede.0000198422.64801.8d

12. Gelman A, Carpenter B. Bayesian Analysis of Tests with Unknown Specificity
and Sensitivity. JRSS Ser C: Appl Stat (2020) 69:1269–83. doi:10.1111/rssc.
12435

13. Flor M, Weiss M, Selhorst T, Müller-Graf C, Greiner M. Comparison of
Bayesian and Frequentist Methods for Prevalence Estimation under
Misclassification. BMC Public Health (2020) 20:1135. doi:10.1186/s12889-
020-09177-4

14. National Institute of Mental Health. What Is Prevalence? (2023).
Available online at: https://www.nimh.nih.gov/health/statistics/what-
is-prevalence (Accessed on June 13, 2025).

15. McConnell D, Hickey C, Bargary N, Trela-Larsen L, Walsh C, Barry M, et al.
Understanding the Challenges and Uncertainties of Seroprevalence Studies for
SARS-CoV-2. Int J Environ Res Public Health (2021) 18(9):4640. doi:10.3390/
ijerph18094640

16. Guerrero-Bote V. P., Moya-Anegón F. A further step forward in measuring
journals’ scientific prestige: The SJR2 indicator. Journal of Informetrics (2012) ;
6 (4): 674–688. doi:10.1016/j.joi.2012.07.001

17. SCImago. SCImago Journal and Country Rank [portal].

Int. J. Public Health | Owned by SSPH+ | Published by Frontiers July 2025 | Volume 70 | Article 16083437

Haile and Kronthaler Potential for Bias in Prevalence Estimates

https://www.ssph-journal.org/articles/10.3389/ijph.2025.1608343/full#supplementary-material
https://www.ssph-journal.org/articles/10.3389/ijph.2025.1608343/full#supplementary-material
https://doi.org/10.1371/journal.pmed.1004107
https://doi.org/10.1371/journal.pmed.1004107
https://doi.org/10.1136/bmj.308.6943.1552
https://doi.org/10.1093/oxfordjournals.aje.a117428
https://doi.org/10.1093/oxfordjournals.aje.a112510
https://doi.org/10.1093/oxfordjournals.aje.a112510
https://doi.org/10.1093/aje/kwaa174
https://doi.org/10.1093/aje/kwaa174
https://doi.org/10.1002/sim.4780081006
https://doi.org/10.1016/j.prevetmed.2013.09.015
https://doi.org/10.1007/s10654-021-00748-2
https://doi.org/10.1098/rsta.2021.0121
https://doi.org/10.1093/imammb/dqab007
https://doi.org/10.1093/imammb/dqab007
https://doi.org/10.1097/01.ede.0000198422.64801.8d
https://doi.org/10.1111/rssc.12435
https://doi.org/10.1111/rssc.12435
https://doi.org/10.1186/s12889-020-09177-4
https://doi.org/10.1186/s12889-020-09177-4
https://www.nimh.nih.gov/health/statistics/what-is-prevalence
https://www.nimh.nih.gov/health/statistics/what-is-prevalence
https://doi.org/10.3390/ijerph18094640
https://doi.org/10.3390/ijerph18094640
https://doi.org/10.1016/j.joi.2012.07.001


18. Haile SR, Raineri A, Rueegg S, Radtke T, Ulyte A, Puhan MA, et al.
Heterogeneous Evolution of SARS-CoV-2 Seroprevalence in School-Age
Children: Results from the School-Based Cohort Study Ciao Corona in
November-December 2021 in the Canton of Zurich. Swiss Med Wkly
(2023) 153(1):40035. doi:10.57187/smw.2023.40035

19. Takahashi S, Greenhouse B, Rodriguez-Barraquer I. Are Seroprevalence
Estimates for Severe Acute Respiratory Syndrome Coronavirus 2 Biased?
J Infect Dis (2020) 222:1772–5. doi:10.1093/infdis/jiaa523

20. Burgess S, Ponsford M, Gill D. Are We Underestimating Seroprevalence of
SARS-CoV-2? BMJ (2020) 370(m3364):m3364. doi:10.1136/bmj.m3364

21. Accorsi E, Qiu X, Rumpler E, Kennedy-Shaffer L, Kahn R, Joshi K, et al. How to
Detect and Reduce Potential Sources of Biases in Studies of SARS-CoV-2 and
COVID-19. Eur J Epidemiol (2021) 36:179–96. doi:10.1007/s10654-021-00727-7

22. R Core Team. R: A Language and Environment for Statistical Computing.
Vienna, Austria: R Foundation for Statistical Computing (2022). Available
online at: https://www.R-project.org/ (Accessed on June 13, 2025).

23. Lewis F, Torgerson P. A Tutorial in Estimating the Prevalence of Disease in
Humans and Animals in the Absence of a Gold Standard Diagnostic. Emerging
Themes Epidemiol (2012) 9(9):9. doi:10.1186/1742-7622-9-9

24. Diggle P. Estimating Prevalence Using an Imperfect Test. Epidemiol Res Int
(2011) 2011:1–5. doi:10.1155/2011/608719

25. Henrion M. bootComb—An R Package to Derive Confidence Intervals for
Combinations of Independent Parameter Estimates. Int J Epidemiol (2021)
50(4):1071–6. doi:10.1093/ije/dyab049

26. Devleesschauwer B, Torgerson P, Charlier J, Levecke B, Praet N, Roelandt S, et al.
Prevalence: Tools for Prevalence Assessment Studies (2022). Available online at:
https://cran.r-project.org/package=prevalence (Accessed on June 13, 2025).

27. Meyer MJ, Yan S, Schlageter S, Kraemer JD, Rosenberg ES, Stoto MA.
Adjusting COVID-19 Seroprevalence Survey Results to Account for Test
Sensitivity and Specificity. Am J Epidemiol (2021) 91:681–8. doi:10.1093/
aje/kwab273

28. Hopewell S, Chan AW, Collins GS, Hróbjartsson A, Moher D, Kf S, et al.
CONSORT 2025 Statement: Updated Guideline for Reporting Randomized
Trials. Nat Med (2025) 31:1776–83. doi:10.1038/s41591-025-03635-5

Copyright © 2025 Haile and Kronthaler. This is an open-access article distributed
under the terms of the Creative Commons Attribution License (CC BY). The use,
distribution or reproduction in other forums is permitted, provided the original
author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not
comply with these terms.

Int. J. Public Health | Owned by SSPH+ | Published by Frontiers July 2025 | Volume 70 | Article 16083438

Haile and Kronthaler Potential for Bias in Prevalence Estimates

https://doi.org/10.57187/smw.2023.40035
https://doi.org/10.1093/infdis/jiaa523
https://doi.org/10.1136/bmj.m3364
https://doi.org/10.1007/s10654-021-00727-7
https://www.R-project.org/
https://doi.org/10.1186/1742-7622-9-9
https://doi.org/10.1155/2011/608719
https://doi.org/10.1093/ije/dyab049
https://cran.r-project.org/package=prevalence
https://doi.org/10.1093/aje/kwab273
https://doi.org/10.1093/aje/kwab273
https://doi.org/10.1038/s41591-025-03635-5
https://creativecommons.org/licenses/by/4.0/

	Potential for Bias in Prevalence Estimates when Not Accounting for Test Sensitivity and Specificity: A Systematic Review of ...
	Introduction
	Methods
	Calculation of Bias
	Bounds on Bias
	Systematic Review
	COVID-19 Example
	Patient and Public Involvement

	Results
	Systematic Review
	Reporting of Sensitivity and Specificity
	Association With Sampling Period
	Sensitivity Analysis
	Example

	Discussion
	Author Contributions
	Funding
	Conflict of Interest
	Generative AI Statement
	Supplementary Material
	References


